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Abstract The ZFATO zinc—finger gene in autoimmune thyroid disease susceptibility regiond
gene encodes a transcription—related protein containing one AT hook and (11 dIH1 zinc finger
domains.0J ZFAT is highly conserved among ZFAT orthologues from fish to mammalian species
and is mainly expressed in B and T lymphocytes.O We previously reported that ZFAT is involved
in the regulation of the expressions of immune-related genes through the analysis of overexpres-
sion of ZFAT in mouse Ba/FJ cell line.O In this study, we have analyzed the function of ZFAT
through the down-regulation of ZFAT using specific sSiRNAD short interfering RNAO against
ZFAT in Ba/HI cells, showing that ZFAT regulates the expressions of genes involved in growth,
differentiation and cell-cell adhesion.[0 These results suggested that ZFAT plays critical roles
not only in immune-related genes but also in the regulation of growth— and differentiation-re-
lated genes.
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